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	ITEM
	DESCRIPTION 

	Sample Type, Storage, Extraction, and Integrity 

	Sample type
	

	DNA extraction method 
	

	DNA storage conditions, including freeze-thaw cycles 
	

	Method of documenting DNA quality and integrity 
	

	Percentage of samples specifically tested for DNA quality and integrity 
	

	MMqPCR Assay 

	Method (qPCR, MMqPCR, aTL, etc.)
	

	PCR machine type 
	

	Source of master mix and reagents, and final reaction volume 
	

	Telomere primer sequences and concentration 
	

	Single copy gene name, primer sequences, and concentration 
	

	Full PCR program description including temperature, times, and cycle numbers
	

	PCR efficiency of single copy gene and telomere primers 
	

	Source and concentration of control samples and standard curve 
	

	Telomere Standard Oligomer Sequences
	

	IFNB1 Standard Oligomer Sequences
	

	Data Analysis 

	Mean and standard deviation or median range of telomere lengths 
	

	Number of sample replicates 
	

	Level of independence of replicates 
	

	Analytic method, considering replicate measurements, to determine final length 
	

	Method of accounting for variation between replicates 
	

	Method of accounting for well position effects within plates 
	

	Method of accounting for between plate effects 
	

	% of samples repeated and % of samples failing QC and excluding from further analyses 
	

	Acceptable range of PCR efficiency for single copy gene and telomere primers 
	

	ICCs of samples/study groups to address variability
	

	T/S ratio transformed to a z-score prior before comparison across methods/studies 
	

	How samples nested within families were accounted for 
	



